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ENTERED 



Cytosine, Guanine or Thymine 



<110> APPLICANT: Alnemri, Emad S. 

Fernandez - Alnemri , Teresa 
<120> TITLE OF INVENTION : CASPASE-14, AN APOTOTIC PROTEASE, NUCLEIC ACID ENCODING 

AND METHODS OF USE 
<130> FILE REFERENCE: 480140. 434D1 
<140> CURRENT APPLICATION NUMBER: US 09/989,903 
<141> CURRENT FILING DATE x 2002-04-11 
<160> NUMBER OF SEQ ID NOS : 78 
<170> SOFTWARE: Patentln Ver. 2.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 850 
<212> TYPE: DNA 
<213> ORGANISM: Mus musculus 
<220> FEATURE: 

<221> NAME/KEY: modif ied_base 
<222> LOCATION: (537) f" 
<223> OTHER INFORMATION: Where n is Adenine, 
<400> SEQUENCE: 1 

cacgcgtccg cccacgcgtc cggtgagaca gaggcaaaac aaaggtgctg aaagccagac 60 
atggagtcag agatgagtga tcctcagcca ttgcaggagg aaagatatga tatgtcaggt 120 
gcccgcctgg ccctgacgct gtgtgtcacc aaagcccggg agggttccga ggtagacatg 180 
gaggccctgg aacgcatgtt ccgttacctg aaatttgaaa gcaccatgaa gagggatccc 240 
accgcccagc aatttctgga agagttggat gaatttcagc agaccataga taattgggaa 300 
gagcctgtca gctgtgcctt tgtggtactc atggcacatg gtgaggaagg cctcctcaag 360 
ggagaagatg agaagatggt cagactagaa gacctttttg aagtcttgaa caacaagaac 420 
tgcaaggccc tgagaggcaa gccaaaggtg tacatcatcc aggcttgtag -aggagagcac 480 
agagaccccg gtgaggaact acgtggaaat gaggaactag gtggagatga ggaactnggt 540 
"ggagatgagg ttgctgtgct caagaacaac ccccaaagta tcccaaccta tacggatacc 600 
ctccacatct actccacggt agaggggtac ctctcctata gacatgacga gaaaggctct 660 
ggcttcatcc agaccctgac ggatgtgttc attcataaaa aaggatccat cttagaactg 720 
acagaagaga tcacccgact tatggcaaac acggaggtga tgcaggaagg aaaaccaagg 780 
aaagtgaacc ctgaagtcca aagcaccctc cggaagaagc tctatttgca ataaaagaga 840 
gggcagggat 850 
<210> SEQ ID NO: 2 
<211> LENGTH: 260 
<212> TYPE: PRT 
<213> ORGANISM: Mus musculus 
<400> SEQUENCE: 2 

Lys Pro Asp Met Glu Ser Glu Met Ser Asp Pro 

-3-11 5 
Glu Arg Tyr Asp Met Ser Gly Ala Arg Leu Ala 

15 20 
Thr Lys Ala Arg Glu Gly Ser Glu Val Asp Met 



Gin Pro Leu Gin Glu 
10 

Leu Thr Leu Cys Val 
25 

Glu Ala Leu Glu Arg 
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98 240 245 250 

100 Leu Tyr Leu Gin 

101 255 

103 <210> SEQ ID NO: 3 

104 <211> LENGTH: 5 

105 <212> TYPE: PRT 

106 <213> ORGANISM: Mus musculus 

108 <400> SEQUENCE: 3 

109 Gin Ala Cys Arg Gly 

110 1 5 

113 <210> SEQ ID NO: 4 

114 <211> LENGTH: 777 

115 <212> TYPE: DNA 

116 <213> ORGANISM: Homo sapien 

118 <220> FEATURE: 

119 <221> NAME/KEY: CDS 

120 <222> LOCATION: (49)... (774) 

122 <400> SEQUENCE: 4 

123 aggatcagac aagggtgctg agagceggga ctcacaacca aaggagaa atg age aat 57 

124 Met Ser Asn 

125 1 

127 ccg egg tct ttg gaa gag gag aaa tat gat atg tea ggt gee gcg ctg 105 

128 Pro Arg Ser Leu Glu Glu Glu Lys Tyr Asp Met Ser Gly Ala Ala Leu 
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129 5 10 15 

131 gcc eta ata ctg tgt gtc acc aaa gec egg gaa ggt tec gaa gaa gac 153 

132 Ala Leu lie Leu Cys Val Thr Lys Ala Arg Glu Gly Ser Glu Glu Asp 

133 20 25 30 35 

135 ctg gat get ctg gaa cac atg ttt egg cag ctg aga ttc gaa age acc 201 

136 Leu Asp Ala Leu Glu His Met Phe Arg Gin Leu Arg Phe Glu Ser Thr 

137 40 45 50 

139 atg aaa aga gac ccc act gcc gag caa ttc cag gaa gag ctg gaa aaa 249 

140 Met Lys Arg Asp Pro Thr Ala Glu Gin Phe Gin Glu Glu Leu Glu Lys 

141 55 60 65 

143 ttc cag cag gcc ate gat tec egg gaa gat ccc gtc agt tgt gcc ttc 297 

144 Phe Gin Gin Ala lie Asp Ser Arg Glu Asp Pro Val Ser Cys Ala Phe 

145 70 75 80 

147 gtg gta etc atg get cac ggg agg gaa ggc ttc etc aag gga gaa gat 345 

14 8 Val Val Leu Met Ala His Gly Arg Glu Gly Phe Leu Lys Gly Glu Asp 

149 ' 85 90 95 

151 ggg gag atg gtc aag ctg gag aat etc ttc gag gcc ctg aac aac aag 393 

152 Gly Glu Met Val Lys Leu Glu Asn Leu Phe Glu Ala Leu Asn Asn Lys 

153 100 105 110 115 

155 aac tgc cag gcc ctg cga get aag ccc aag gtg tac ate ata cag gcc 441 

156 Asn Cys Gin Ala Leu Arg Ala Lys Pro Lys Val Tyr lie lie Gin Ala 

157 120 125 130 

159 tgt cga gga gaa caa agg gac ccc ggt gaa aca gta ggt gga gat gag 489 

160 Cys Arg Gly Glu Gin Arg Asp Pro Gly Glu Thr Val Gly Gly Asp Glu 

161 135 140 145 

163 att gtg atg gtc ate aaa gac age cca caa acc ate cca aca tac aca 537 

164 He Val Met Val He Lys Asp Ser Pro Gin Thr He Pro Thr Tyr Thr 

165 150 155 160 

167 gat gcc ttg cac gtt tat tec acg gta gag gga tac ate gcc tac cga 585 

168 Asp Ala Leu His Val Tyr Ser Thr Val Glu Gly Tyr He Ala Tyr Arg 

169 165 170 175 

171 cat gat cag aaa ggc tea tgc ttt ate cag acc ctg gtg gat gtg ttc 633 

172 His Asp Gin Lys Gly Ser Cys Phe lie Gin Thr Leu Val Asp Val Phe 

173 180 185 190 195 

175 acg aag agg aaa gga cat ate ttg gaa ctt ctg aca gag gtg acc egg 681 

176 Thr Lys Arg Lys Gly His He Leu Glu Leu Leu Thr Glu Val Thr Arg 

177 200 205 210 

179 egg atg gca gaa gca gag ctg gtt caa gaa gga aaa gca agg aaa acg 729 

180 Arg Met Ala Glu Ala Glu Leu Val Gin Glu Gly Lys Ala Arg Lys Thr 

181 215 220 225 

183 aac cct gaa ate caa age acc etc egg aaa egg ctg tat ctg cag 774 

184 Asn Pro Glu He Gin Ser Thr Leu Arg Lys Arg Leu Tyr Leu Gin 

185 230 235 240 

187 tag 777 

189 <210> SEQ ID NO: 5 

190 <211> LENGTH: 242 

191 <212> TYPE: PRT 

192 <213> ORGANISM: Homo sapien 
194 <400> SEQUENCE: 5 
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305 <210> SEQ ID NO: 7 

306 <211> LENGTH: 230 

307 <212> TYPE: PRT 

308 <213> ORGANISM: Homo sapien 

310 <400> SEQUENCE : 7 

311 Met Ser Asn Pro Arg Ser Leu Glu Glu Glu Lys Tyr Asp Met Ser Gly 

312 1 5 10 15 

313 Ala Arg Leu Ala Leu He Leu Cys Val Thr Lys Ala Arg Glu Gly Ser 

314 20 25 30 
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